SUMMARY IgG subclass levels of sera from 26 patients with juvenile chronic arthritis (JCA) were determined by means of mouse monoclonal antibodies. Patients were divided into three groups according to clinical activity of the disease: active disease, partial remission, and remission. One hundred and sixty four age matched, healthy children served as controls. IgG subclass concentrations were log transformed, and a robust regression method was applied to obtain expected values for the different ages. We found a significant increase of IgG3 (p<0-0001), IgGl (p<0002), and IgG2 (p<0.035) in JCA sera, while IgG4 values did not differ significantly from those of controls. When patients were divided according to clinical activity significant increases of IgG2 and IgG4 were observed in the patients in partial remission. Our data suggest that differential increase of IgG subclasses during the course of JCA may be of relevance to the pathogenesis of the disease.
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and percentiles were calculated based on the deviation of each value with respect to a fitted value specific for age. In all IgG subclasses binomial distribution probabilities were calculated for the group of JCA patients with respect to the percentile values of the reference population. Moreover, in -' 
